Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.004 Å; disorder in main residue; R factor = 0.026; wR factor = 0.062; data-to-parameter ratio = 15.7.
In the monomeric dinuclear title complex, O 4 )(NO 3 ) 3 ], the four-coordinate Cu II ion has a squareplanar geometry involving two O atoms and two N atoms of the deprotonated Schiff base ligand. The Sm III ion is tencoordinate, chelated by four O donor atoms of the Schiff base and two O atoms each from three bidentate nitrate groups, one of which is disordered over two sites in a 0.55 (7):0.45 (7) ratio.
Related literature
For copper-lanthanide complexes of the same or similar Schiff bases, see: Xing et al. (2009 Xing et al. ( , 2010 .
Experimental
Crystal data [CuSm(C 20 Data collection: RAPID-AUTO (Rigaku, 1998); cell refinement: RAPID-AUTO; data reduction: CrystalStructure (Rigaku/MSC, 2002); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL. Fig. 1 Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
0.25817 (15) (7) O11-N5-O13 136.8 (15) O2-Sm1-O6 74.56 (7) O12-N5-O13 103 (2) O9-Sm1-O6 142.70 (7) O11-N5-Sm1 58.69 (18) O5-Sm1-O6 51.02 (7) O12-N5-Sm1 58.66 (18) O12-Sm1-O6 135.00 (9) O13'-N5-Sm1 163 (3) O11-Sm1-O6 140.81 (8) O13-N5-Sm1 153 (3) O3-Sm1-O8 119.67 (7) O1-C1-H1A 109.5 O2-Sm1-O8 174.11 (6) O1-C1-H1B 109.5 O9-Sm1-O8 50.72 (7) H1A-C1-H1B 109.5 O5-Sm1-O8 68.32 (7) O1-C1-H1C 109.5 O12-Sm1-O8 68.43 (9) H1A-C1-H1C 109.5 O11-Sm1-O8 105.78 (9) H1B-C1-H1C 109.5 O6-Sm1-O8 111.05 (7) C3-C2-O1 124.5 (2) O3-Sm1-O1 123.55 (6) C3-C2-C7 121.3 (2) O2-Sm1-O1 62.44 (6) O1-C2-C7 114.2 (2) 
